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TOM TAT

Dgt vén dé: MicroRNA-1290 (miR-1290) tuén hoan ngoai bao la ddu én tiém néng trong sang loc ung thu.
Muc tiéu nghién ciru: Nghién ciru nay nhdm téng hop y védn va phdn tich gép délam ré khd néing chdn dodn
cia miR-1290. Péi tugng va Phuong phdp: Dit liéu nghién ciru géc tir co' s dir liéu PubMed/MEDLINE, Web
of Science, Cochrane Library va Google Scholar dwoc st dung dé phdn tich gdp, udc tinh gid tri dwdi dudng
cong ROC (AUC), ty sudt chénh chdn dodn (DOR), dé nhay, dé ddc hiéu cia miR-1290. Két qud: 19 nghién
clru vdi 2,720 truong hop (1,578 ung thw, 1,142 déi chirng) dwoc chon vao phén tich. Gid tri AUC, DOR, d6
nhay va dé ddc hiéu cia miR-1290 trong sang loc ung thu lén luvot dat 0.883 (95%Cl: 0.839 - 0.891), 23.8
(95%Cl: 16.5-34.3), 77.1% (95%Cl: 70.7- 82.4) va1 89.5% (95%Cl: 85.2 - 92.7). Ty s6 kha di dwong tinh (PLR)
va ém tinh (NLR) dat 6.04 va 0.33. Sau khi hiéu chinh nguy co sai léch do xudt ban, chi s6 DOR dat 16.5
(95%Cl: 10.5 - 25.8). D6 ddng thudn chi sé DOR cao sau khi logi trir ba bdo cdo vdi gid tringogi vi (= 20.6%,
P =0.204). Két luGn: miR-1290 tuén hoan ngoai bdo cé thé s dung trong sang loc ung thw vdi hiéu sudt

chén dodn tét, dé nhay va dé ddc hiéu & mire chép nhén duorc.

Tirkhéa: miR-1290 tuén hoan ngoai bdo, ung thu, chén dodn, phén tich gép

1. GIO1 THIEU

Mac du d3 cé rat nhiéu tién bd trong chan dodn va
diéu tri, dic biét 13 su ra doi cla cac loai thuéc
nham trang dich, ty 18 va s& lwvgng mac ung thu van
tang hang nam gay ra gdnh nang bénh tat trén toan
cau. T chirc Y t& Thé gidi xac dinh, sang loc va chan
dodn sém 1a chién lugc quan trong giup day lui
bénh tat, thong qua diéu tri sém, tang ty 1& dap
rng, tir d6 gidm thiéu ty 1& t&r vong gay ra do ung
thw. Cac céng cu duoc khuyén cdo sir dung trong
sang loc ung thu bao gdm chup cat |&p vi tinh voi
thu6c cdn quang liéu thap, nhii anh, néi soi va mot
s6 it chi ddu protein huyét thanh. Thuc té, trién
khai va irng dung nhirng cong cu nay gap khong it
khé khan thach thice lién quan téi khd ndng xam
|&n, doc tinh tir tia xa, khéng thoai mai khi thuc
hién tha thuat, dd nhay va d6 dac hiéu con thap,
chi phicaovavan ton taimot ty 1é dwong tinh gid va
am tinh gid nhat dinh. Trong bdi cdnh d6, nghién
ctru timra nhitng ddu 4n ma&i dé hé tro sang locung
thularatcan thiét.
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Mot trong nhirng chi ddu dwoc quan tdm nghién
ctru nhiéu thoi gian gan day |a microRNA (miR).
Day la nhitng phan t&r RNA ndi sinh, khéng ma hda,
c6 d6 dai khodng 19 - 22nt, c6 nhiém vu diéu hoa
biéu hién cdc gen trong co thé. Sau khi dwoc san
xuat va van chuyén ra bao twong, miR s& tuong tac
dachiéu vdi mRNA cha gen dich tai dau 3' va (rcché
qud trinh dich m3, déng thoi kich hoat qua trinh ly
giai mRNA gen dich. Khac véi miR ndi bao (hoat
dongbén trong té bao va md), miRtudn hoan ngoai
bao duoc san xuat va déng gdi, luu thong trong
mau va cac loai dich tiét clia co thé, lam nhiém vu
két nGi thdng tin va cdm &ng, thay d6i t& bao nhan
(sinh ly va bénh ly). Nhitng thay d&i bénh ly cé thé
bao gdbm cam &rng sinh ung (tumorigenesis), tién
trién bénh, xdm |an (invasion) va di can
(metastasis). Ngwoi ta nhan thy & nhirng truong
hop cd u, ngay tir giai doan sém, cd sy bat thuong
biéu hién cda miR (tdng ho3c gidm hon binh
thuwong). Pay 1a co s& &ng dung miR trong chan
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doansdmungthu.

Trong s8 nhitng miR dwoc quan tdm nghién clru
nhiéu hién nay, miR-1290 d3 duoc chirng minh la
mot oncogene, lién quan dén diéu hoa biéu hién
nhiéu gen trong tang sinh té€ bao, apoptosis, sinh
ung va xam 1an. Biéu hién bat thwong cla miR-
1290 duoc ghi nhan & nhiéu loai ung thu (tuyén
tuy, phéi, dai truc trang...) gitp ich cho cong tac
chan doan. Tuy nhién, do ¢c& mau con han ché, cac
bdo cdo ghi nhan két qud cé sy khac biét nhiéu.
Bang nghién clru nay ching t6i téng hop y vin va
phan tich gdp dé Iam rd vai trd cdia miR-1290 tuan
hoan ngoai bao trong sang loc cac bénh ung thu
thuong gap.

2.D0I TUONG VA PHUO'NG PHAP NGHIEN CU'U
Nghién ctru téng quan hé théng va phan tich gop
dwoc thuc hién theo hwdng dan PRISMA
(Preferred Reporting ltems for Systematic reviews
and Meta-Analyses) [1].

2.1.Timki€m di¥ liéu va chon lwa nghién ctru
DGi twgng clia nghién ctru nay la nhirng bao cao
gécduoctimki€émvachonloctlrcaccosadirliéu

PubMed/MEDLINE, Web of Science, Cochrane
Library va Google Scholar cho dén ngay
23/4/2023.Cuphdpduocsirdungtrongtimkiém
bao gom “miR-1290”, “miR1290”, “miRNA-
1290”7, “miRNA1290”, “microRNA-1290",
“microRNA1290”, “Cancer” va “Carcinoma”. Cac
bdo cdo khong phai bang ngdn ngit tiéng Anh,
bdo cdo truwong hop (case report, case series),
bdo cdo téng quan (review), hwdng dan diéu tri
(guidelines), thu glri téng bién tap (letter), tém
tat hoi nghi (conference abstract) s& khdng duoc
xem xét. Téng sd nghién clru tim kiém duwoctir cac
co sé dir liéu la 216, trong d6 107 bado cdo trung
13p bi loai trir (Hinh 1). Sau khi xem xét tiéu dé va
tom tat, 83 nghién clru bj loai ra, 26 bdo cdo con
lai dwgc danh gia chi tiét. Trong sd nay, 2 bdo cdo
khéng phainghién ctru goc (phan tich dir liéu cta
nhém khdc), 1 bdo cdo nghién ctru sir dung mau
mé trong thi nghiém, 3 bdo cdo khdng trich xuat
duocditliéucanthiétva lbdocdokhdngsirdung
nhém d6i chirng bi loai trir. Cudicung, 19 nghién
cru gdc trinh bay gid trichdn doan cda miR-1290
tuan hoan ngoaibaotrongsanglocungthu duoc
chonvaophantich(Hinh1).

Tdng s6 nghién cru tim kiém dugc
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Hinh 1. Qua trinh tim kém di¥ liéu va chon lwa nghién ctru
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2.2. Panh gia chat lwong cong trinh va trich xuat
dirliéu

Chat lwgng cua cdng trinh nghién ciru duoc
danh gia doc lap bdi 3 nguwoi, dwa vao bo tiéu
chudn QUADAS-2 phién ban cap nhat 2011, bao
gbm 14 tiéu chi ddnh gid vé nguy co sai léch va
khd ndng ‘ng dung. Méi tiéu chi tvong (rng mot
nhém cau hoi cu thé, dugc danh gia bang cach
trd 101 “Yes”, “No”, hodc “Unclear” dwa vao

théng tin cé dwoc tir nghién clru géc. Theo d4,
nguy co sai léch dwgc danh gid |a “Thédp” khi tat
cacautraloila “Yes”. Nguy co sailéch “Cao” khi
cobatkycautraldinaola “No”. Nguy cosailéch
la “Khéng ré” khi co it nhat 1 cau trd loi
“Unclear” va khdng c6 cau trd loi “No” (Hinh 2).
Treong hop khéng déngthudntrong danh gia, 3
ngudi danh gid s& hop ban va théng nhat chon
métquyétdinhchung.
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Ty 1& nghién ctru véi NGUY €O’ SAI LECH

Thip, Cao, va Khéng rd

Ty 18 nghién ciru véi nghi ngdr vé KHA NANG
U'NG DUNG

Hinh 2. Danh gia chat lwgng cong trinh nghién clru géc

D liéu dwoc trich xuat tir nghién clru géc bao gdbm
tén tac gia, nam xuat ban, quéc gia, loai ung thu,
giai doan bénh, nhédm d6i chirng, ¢& mau, loai mau
st dung trong xét nghiém miR-1290, ky thuat st
dung, gen chirng va chi s& AUC chan dodn. Ngoai
ra, dit liéu thé bao gom s6 lvong duwong tinh that
(TP), duwong tinh gia (FP), &m tinh that (TN) va 4m
tinh gia (FN) cling duoc trich xuat dé phuc vu phan
tich. Truong hop nghién ciru khéng bao cdo hoac
bdo cdo khong dd gia tri d6 nhay va do dac hiéu, hai
chi s6 nay dugc trich xuat gian ti€p tir dwong cong
ROC (twong tng gid tri Youden's J index I&n nhéat)
déphucvutinhtoan 4 loaidirliéu thd vira néu.

2.3.Phantichthéngké

D liéu thu dwoc tir nghién clru géc dugc str dung
dé phan tich, wdc tinh ty sudt chénh chin doan
(DOR: diagnostic odds ratios), d6 nhay, do dac hiéu
téng thé va ty s6 kha di duong tinh (PLR: positive
likelihood ratios), ty s6 kha di am tinh (NLR:
negative likelihood ratios) clla miR-1290 trong
sang loc ung thu. Ngoai ra, chung t6i xay dung
dudng cong ROC (receiver operating characteristic
curve) va wdc tinh gia tri dudi duwong cong (AUC:
area under curve) tong thé cta miR-1290 trong
chan doan. D6 dong thuan két qua gilra cac nghién
clru goc duwoc danh gid thong qua chi s6 I cla
Higgins va Thompson. D6 dong thuan thap khi I*>
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50% va nguoc lai. Trudng hop > 50%, ching toi st
dung théng ké Leave-One-Out dé phan tich tim
nguyén nhan va gia tri ngoai vi (outlier). H6i quy
tuyén tinh va dé can d6i cha biéu d6 Funnel dugc
str dung dé danh gia nguy co sai léch két qua wdc
tinh do xuat ban. Phan mém s dung trong phan
tich 1a R phién ban 4.2.2 (R foundation, 1020
Vienna, Ao), v&i cac gdi phan tich meta, mada,
metafor, dmetar va dmetatools. Cac phép kiém cé
y nghiathdng ké khi P<0.05.

3.KETQUA

3.1. Dic diém cua cac nghién ctru chon vao phan
tich

Trong 19 nghién cru géc chon vao phéan tich [2 -
20], 6 nghién ctru tién hanh véiung thu tuyén tuy
(PC: pancreaticcancer), 3 nghién cltruvdiungthw
dai tryc trang (CRC: colorectal cancer), 3 nghién
clru véi ung thu budng trirng (OC: ovarian
cancer), 2 nghién cru v&i ung thu phdi khéng té
bao nhd (NSCLC: non-small-cell lung cancer). Cac
bdo cdo con lai tién hanh vdi ung thu ¢6 tlr cung
(CC: cervical cancer), u néi mac t&r cung (EEC:
endometrioid endometrial carcinoma), ung thw
biéu md té& bao vay thuc quan (ESCC: esophageal
squamous cell carcinoma), umé dém duong tiéu
hoa (GIST: gastrointestinal cancer) va ung thu
biéu mé té bao gan (HCC: hepatocellular
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carcinoma). Hau hét nghién cru dinh lvgng miR-
1,290 trong mau mau (huyét twong, huyétthanh,
t& bao don nhan), bang ky thuat PCR phién m3
nguwgc (RT-gPCR). Mudi bdn nghién ciru (74%) st
dung mau cla ngudi khde manh 1am nhom ddi
chitng, c6 thé dan t&isw kém dong thuan két qua
gitra cacnghién cru (Hinh 2). T6ng sé trudng hop
dua vao phan tich 1a 2,720 nguwoi (1578 truong
hopungthwva1,142 d6ichirng).

3.2.Khd nangsangloc ung thw ciia miR-1290

K&t qua phan tich cho thdy miR-1290 tudn hoan
ngoai bao co thé gilp sang loc cac bénh ung thu
thuong gap véi d6 nhay 77.1% (95%Cl: 70.7 - 82.4)
va do dac hiéu tdng thé dat 89.5% (95%Cl: 85.2 -
92.7) (Hinh 3Ava 3B). Ty suat chénh chin dodan cla
miR-1290 dat 23.8 (95%Cl: 16.5 - 34.3) (Hinh 3C).
Tuy vay, d6 déng thuan két qua gitra cdc nghién clru
khéng cao ( 1an luot 13 81.6%, P < 0.001; 59.7%, P
< 0.001; va 47.7%, P = 0.007). Bay ciing la ly do
ching t6i chon bdo cdo két qua tir mé hinh tac
déng ngiu nhién (random-effects model) ma
khéng chon mé hinh tdc dong cd dinh (fixed-effects
model), d& giam thiéu nguy co sailéch két qua.

A

Study Events Total Sensitivity Proportion 95%-CI
Li2013 34 4 = 0.829 [0.679; 0.928]
Torres 2013 26 34 - 0.765  [0.588; 0.893]
Imaocka 2016 148 n - 0701 [0.635; 0.762]
Nagamitsu 2016 41 45 — 0911  [0.788;0.975]
Karasek 2018 20 25 —— 0.800 [0.593;0.932]
Kobayashi 2018 44 70 —-— 0629  [0.505; 0.741]
Ta 2018 32 40 . 0.800 [0.544; 0.909]
Tavanc 2018 94 167 . 0.563  [0.484; 0.639]
Sun 2019 7 118 = 0653  [0.559; 0.738]
Zavesky 2019 23 23 I 1.000  [0.852; 1.000]
Liu 20191 12 15 = 0.800 [0.519; 0.957]
Liu 2019z 61 80 L 0.762  [0.654;0.851]
Wi 2020 89 120 L 0.742  [0.654; 0.817]
Wu 2020 56 T = 0.800  [0.687; 0.8845]
Kim 2021 1 2 ——8— 0550 [0.315;0.769]
Shi 2021 Bs 100 —i- 0.850 [0.765:0.914]
Xu 2021 62 146 —— 0425  [0.343: 0.509]
Jiang 2021t 33 40 —— 0825 [0.672:0.927]
Jiang 20212 70 88 . 0.795  [0.696; 0.874]
Jeon 2022 48 n i 0.690 [0.569: 0.795]
Hassan 20235 7 8 e 0875 [0.473;0.997]
Hassan 2023¢ a4 46 L 0.957  [0.852; 0.995]
Random effects model 1578 —— 0.771  [0.707; 0.824]
Heterogeneity: /¥ = 81.6%,¢ = 04617, p<ooor © 7 T T T T

040506070809 1

B

Study Events Total Specificity Proportion 95%=CI
Li2013 53 T2 0736 [0.619:0.832]
Tosres 2013 12 14 0.857 [0.572:0.982]
imacka 2016 52 57 - 0912  [0.807; 0.971]
MNagamitsu 2016 19 3 - 0613 [D.422; 0.782]
Karasek 2018 19 24 —_— 0792 [0.578:0.929]
Kobayashi 2018 11 13 _— 0.846  [0.546; 0.981]
Ta 2018 a 3z . 0963  [0.838:0.999]
Tavano 2018 239 267 - 0.895 [0.852:0.929]
Sun 2019 118 120 = 0983 [0.941:0.998]
Zavesky 2019 34 34 —l 1.000  [0.897; 1.000]
Liu 20191 14 15 —+l— 0933 [0.681;0.998]
Liu 20192 27 30 #* 0.900  [0.735:0.979]
Wi 2020 73 80 —— 0912 [0.828: 0.964]
Wu 2020 3 40 i 0575 [0.868:0.999]
Kim 2021 19 20 i 0950 [0.751;0.999]
Shi 2021 a1 35 - 0.886  [0.733; 0.968]
Xu 2021 45 50 o 0.900 [0.782; 0.967]
Jiang 2021t 16 20 —_— 0.800 [0.563:0.943]
Jiang 2021 a0 50 - 0.800  [0.663; 0.900]
Jeon 2022 1 13 - 0.846  [0.546; 0.981]
Hassan 2023% 30 33 - 0908 [0.757:0.981]
Hassan 2023¢ 75 a2 - 0.815  [0.721; 0.889]
Random eflects model 1142 i - 0.885 [0.852; 0.927]

T T T

Heterogeneity: I = 58.7%, = 0.5321, p « 0.001 L
05 0.6 0.7 08 09 1

Phan tich cling cho thdy miR-1290 cé thé gilip chan
doan phan biét ung thu vdi bénh lanh tinh va
ngudi khde manh véi AUC = 0.883 (95%Cl: 0.839 -
0.891) (Hinh 3D). Ty sé kha di dwong tinh va kha di
am tinh lan luot dat 6.04 va 0.33. V&i xdc suat gia
dinh kha ndng mac bénh 50% khi chuwra xét nghiém
miR-1290, xac xuat hau dinh duong tinh (kha nadng
mac bénh khi két qua xét nghiém duong tinh) ting
|én 86%, trong khi xac suat hau dinh am tinh (kha
nang mac bénh khi k&t qua xét nghiém am tinh)
giam xudng con 25% (Hinh 3E).

3.3. Pd dong thuan két qua giira cac nghién cliru
va nguy co'sailéch do xuat ban

Do d6 déng thuan két qua DOR gitta cdc nghién clru
khéng cao (I°= 47.7%, P = 0.007), ching tdi phan
tich sdu thém va xac dinh 3 bdo cdo vé&i gid tri DOR
ngoai vi cé thé 13 nguyén nhan khién I’ tang cao
(Hinh 4A). Diéu nay ciing duoc khang dinh bdi
théng ké Leave-One-Out: nghién clru cda Tavano,
Zavesky va Sun |a nguyén nhan chinh khién I ting
(d6 ddng thudn DOR kém) (Hinh 4B). Sau khi loai
trir 3 nghién cru nay khéi mé hinh phén tich, chisé
DOR téng thé dat 22.1 (95%Cl: 15.8 - 31.1) trong
khi I’ giam xuéng con 20.6% (P =0.204).

c Experimental Control

Study Events Total Events Total Diagnostic Odds Ratio DOR a5%-C1
Li2;3 M 53 7 80 & 135 [51; 357
Torres 2013 26 28 B 20 B 195 [36; 106.1]
Imacka 2016 148 153 6B M5 L 244 [9.3; B41]
Nagarnitsu 2016 41 53 4 23 = 16.2 [46: 57.0]
Karasek 2018 2 5 5§ X4 * 15.2 [ag 610
Kobayashi 2018 44 48 % 7 - 93 [18 453
Ta2018 k. <] B 39 - 1240 145 1050.5]
Tavano 2018 M 12 73 2 - | 1.0 [67. 181]
Sun 2019 e 41 158 - 1108 [26.0; 4715
Zavesky 2019 3\ 2 0 34 — 32430 [62.1; 1692412
Liu 201591 12 13 3 17 il 56.0 [5.1; B11.7]
Liu 2019¢ &1 E4 19 46 & 289 [78; 1059]
Wei 2020 B9 9 a1 ] 299 (125 719
W 2020 56 57 4 53 - 1560 [19.7; 1235.7]
Kim 2021 1" 12 8 28 - 22 [26; 2086]
Shi 2021 85 -] 15 46 & 439 [135 1425
¥u 2021 &2 &7 B84 129 = 66 125 177
Jiang 2021t B ar 7 a3 e 189 [48; 739]
Jiang 20212 8 18 58 = 156  [B5 369
Joon 2022 43 51 22 3 - 123 [25 B0.0]
Hassan 2023§ 7 10 1 N - 70.0 [63; 7779]
Hassan 2023¢ 4“4 6 2 77 - 971 (214 440.1]
Random effects model 1252 14568 * 238 [165; 34.3] 100.0%

Heterogeneity: I = 47.7%, ©* = 0.2850, p = 0.007

D = | 1€
- s
0z Provuence «
LERLE R LY -E
@ sl Foul ot + %, rwg » 195
S ) :
) £ AUC:0.883 (0.830-0.891) -
& | e DOR:23.8 (16,5-34.3) b
£ © A = -
E Sen: 77.1% (70.7-82.4) .
§ i Spe: 80.5% (85.2-92.7)
® = |
o
2 — SsROC
a 7 95% CI reggion
& data
o summary estimate
o |
L=
T T T T T 1y
00 02 04 06 08 10
toa

False Positive Rate

Hinh 3. D6 nhay (A), d6 dic hiéu (B), ty suat chénh chan doan téng thé (C), dudng cong ROC (D) va biéu
dd Fagan (E) cia miR-1290 trong sang loc ung thu
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Nguy co sai léch k&t qua DOR do xuét ban duoc
xac dinh bang hdi quy tuyén tinh va tinh d&i xirng
clabiéu dd Funnel (khéng cé nguy co sailéch khi
két qua nghién clru gdc phan b6 déu & 2 phia cla
gia tri wdc tinh tong thé). K&t qua phan tich cho
thay c6 kha nang ton tai sai léch két qud DOR do
xuadt ban (P<0.001, Hinh 5A). Chung toi str dung

théng ké Trim-And-Fill dé thém vao nhirng
nghién ctru gid dinh (khéng dwgc xuat ban do két
qua khéng c6 y nghia théng ké&). Sau khi hiéu
chinh cho nguy co sai léch do xuat ban ching toi
ghi nhan két qud DOR dat 16.5 (95%Cl: 10.5 -
25.8), theo dé biéu dd Funnel clingcandéihon (P
=0.669,Hinh 5B).
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T T T T T T T
0 1 2 3 4 5 6
Contribution to overall heterogeneity
2
B Sorted by /
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Hinh 4. Biéu d6 Baujat xac dinh gia tri ngoai vi (A) va két qua phéan tich Leave-One-Out (B)
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4.BAN LUAN

MiR-1290 da duoc chirng minh la mét oncogene
ki€m soat biéu hién nhiéu gen (SOCS4, GSK3, BCL2,
CCNG2, KIF13B, INPP4B, hMSH2, NKD1, FOXA1,
SCAI...) va cac con duong tin hiéu (JAK/STAT3,
P13K/AKT, Wnt/Catenin, NF-kB) lién quan dén ung
thu. Cac bdo cdo cling cho thdy miR-1290 1a ddu an
tiém nadng trong sang loc ung thu nhwng do c& mau
han ché, cac két qua thu duoc va két luan tuong
déi khac biét. Chung téi tdng hop y van, phan tich
gop va ghi nhan miR-1290 tudn hoan ngoai bao cé
thé gilp sang loc ung thu v&i d6 nhay chip nhan
duoc, dd dic hiéu va kha ning chan doan phan
biét cao (Hinh 3D). Céc két qua nay cho thay kha
ndng chan doan cla miR-1290 c6 thé t6t hon so vdi
dau an protein huyét thanh dang duwoc s dung.

Standard Error

Ung dung miR-1290 tuan hoan ngoai bao ciing cé
wu diém hon so véi cat [&p vi tinh liéu thap va noi
soi do it xdm 1an va gidm dwoc chi phi phat sinh.
Trién khai xét nghiém miR-1290 ciing dé& dang khi
ky thuat RT-qPCR kha don giadn, thoi gian tra két
qua nhanh, dang dugc dp dung réng rai tai nhiéu
co s& kham chita bénh va khéng can 18y thém mau
mau (chi can = 200pL huyét thanh). Tuy vay, thadm
dinh kha ndng chan doén cta miR-1290 & bénh
nhan ngudi Viét Nam |13 can thiét, dac biét 1a danh
gid kha ndng chin dodn phan biét ung thu véi
nhom bénh lanh tinh. Diéu nay xuat phat tir thuc té
hau hét cac nghién clu trudc day déu sir dung
nguwdi khde manh (rat khac so véi ung thu) lam
nhém déi chirng, c6 thé khién két qua nghién ctru
t6thonthucté.
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Hinh 5. Biéu d6 Funnel trudc (A) va sau khi (B) hiéu chinh cho sai léch do xu3t ban
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5.KETLUAN

K&t qua cla nghién ciru nay cho thdy miR-1290
tuan hoan ngoai bao 1a ddu &n tin cdy, c6 thé

giup sang loc ung thu v&i hiéu sudt chan dodn
t6t, d6 nhay & mirc chdp nhan duoc va do dac
hiéucao.
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The role of extracellular circulating microrna-1290 in

screening cancer: A systematic review and meta-analysis

Le Tuan Anh, Huynh Quang Khanh, Phan Thanh Thang’, Ho Hong Hai, Ho Trong Toan,
Pho Phuoc Suong, Nguyen Thanh Hung, Nguyen Ngoc Van Anh, Vo Truc My,
Nguyen Thuy Hang, Le Thanh Binh and Nguyen Truong Son

ABSTRACT

Background: MicroRNA-1290 (miR-1290) is an oncogene that regulates multiple genes and pathways
related to malignant tumors. Recent individual studies indicated that circulating miR-1290 is a potential
biomarker for cancers. Objectives: We aimed to clarify the diagnostic role of extracellular circulating miR-
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1,290 in screening cancers by a systematic review and meta-analysis. Materials and Method: We searched
databases of PubMed/MEDLINE, Web of Science, Cochrane Library, and Google Scholar for relevant
studies, extracted original data, then analyzed for estimating the pooled area under the curve (AUC),
diagnostic odds ratio (DOR), sensitivity, and specificity of miR-1290 in classifying cancers. Results: After the
screening, selection, and quality assessment, 19 eligible reports with a total of 2,720 cases (1578 cancers,
1,142 controls) enrolled in the final analysis. Of notes, the pooled AUC, DOR, sensitivity, and specificity of
circulating miR-1290 in cancer surveillance were 0.883 (95% confidence interval [Cl]: 0.839 - 0.891), 23.8
(95%Cl: 16.5-34.3), 77.1% (95%Cl: 70.7 -82.4), and 89.5% (95%Cl: 85.2 - 92.7), respectively. The positive
and negative likelihood ratios were 6.04 and 0.33, respectively. For the potential publication bias, the
overall DOR was adjusted to 16.5 (95%Cl: 10.5 - 25.8). By removing three outliers, the heterogeneity in DOR
was not significant (= 20.6%, P = 0.204). Conclusion: The results of this study suggest that circulating miR-
1290 might serve in cancer screening with good performance, acceptable sensitivity, and specificity.
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